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SEH,
WEICT IR 2%
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1l T W 5 AR R AN S SRR AR T 75 AR R
FKHEIBN o JFH SR T SRR TS VP Al 1018 4%
PRI HEAL T S s P BB &
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EXHR RS 2011 F53 TED S AL E RN

2011 57 H 26 H-7 A 30 H, T3XHI5
BN T AL H AT 2010 2011 45 FEH)
S R 200 93T A 5 AR 2 2 1 s
I3 T UL USRI L, BRI
AR AL A 2 (R B 27 SRR 5 AT A
WS ER— 5, AT ARIRAR AL

T E SCRFFT 50 2 4 R I3t 4 B [ 20
FAUBIORTI, HAEZSUIRIAT — R 51 T2

M

R, O7E (Science) « {Nature) . (PNAS).

(PLoS Genetics) 4574 44 SCI 7% Lk 3 40
R IR NS 2R AT S H
#, JFM T @k “ Functional and phenotypic
effects of newly originated genes” #7245,

X T AR ANt B B e A5 BE A A ) 2 AT R AT
JUTAFRE S TR .

FEICHFFT RS0 2011 SEHEYIEE R4 AL 2%

2011 4F9 H3 H—9 H 7 H, E3XXW50
SN T A 2 BTAHYTREPE 25 I3 1) 2011 ARk
SEPI A 2 . AR PRI A kA 25 1300 1
B AEL AR DR 20 3R Ak 2 U ) T 2518, Bpap s

j}éﬁ\o

FICWEFT DI IR B B84 T A “Large-scale
identification of rice gene of economic traits
by evolutionary genomic research” ] K2R 2,

X A AN S i o A A ) e DA 2 2 A0 1)
WF AR 2 7 AR A

BERPIFRESM 2011 458 12 mERFARBEZRAS

2011 4£ 10 A 11 H-10 A 15 H, 15 5
FASINT AR IS R SRERIR AT 12 Jm
| b N K34 K4 (ICHG) , AREWA
ESURAPNE S vid s e S E I S S o
VAP (Y Stid ik S N ST L Sy N
(ICHG) J2tth 5t N\ st A% 2 duk b T 221y 2%
W E A 1956 45 55— Jim [ b AR 2 K 2%

N
N

TERFAISIR AT, &4 NIk C & 55 FER
L

i FeWF9T D13 Allelic Differences between
Han Chinese and Europeans for Functional
Variants in ZNF804A and Their Association

With Schizophrenia BT T @R AZ it »
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v [ R A Bt B B Sl 0 9 T < BT BE A T
[ 4 FE| 4% K i B AR (1) 2 AR 2 S B )
QA CEE 9 AMEk. SBUm B PET
201148 5 1 HA8 H 10 HATF, B EE
ot SRR B v S K R
RUERE R, m MR I AR R AR
PSR R A = B S, IR
3| B WA S AR AT IR R B B o AR VGBI P,
BrF T 50 RS KSR MAF A . &AL IF) %
555k B Indiana University 1) Michael Lynch %
$%. University of Toronto [{] Zhaolei Zhang #{
$2 LA B Cornell University [¥] Adam Siepel #(#%
AT TIRANRZUN AT, AU THEF, &
FETE T X B A= 2 1) %

B SE R VF e 19 2 Sk A University of
Toronto [¥] Zhaolei Zhang ##%, M7y 6 MRS
RGEMYHER T AEWE B AN S A T
P BRI D RESE DA A0 57 . Wl SLBh ) Lo s i R A

£ 18

G —

o o TGRS S B A A, AR AT
EVERAA T AN T . 2R
Michael Lynch #452 WA ARG 1% 22 (K AT B, IR
ANBER TN A, & T, KOTSE N
B R BRI A2 . Adam Siepel ##% = 05T
KT AE 7, A B DR 4 2 25 A8 S A
ZAWIT, AFURER HARBL T R 10 S 6 Hdls
RITH5E, X R ZI N PElE T R A AT 2O A
K127 ) AN E e R 2] 45 TR I B . =47
PRI PR IN A ER, AN Z ™) % 512
B, BT RS, JREOR T R

TIFAZTHE .

R RRENR AR LKA REBE B RPE SR

NN NN SN P AN T NN LN b AN AT e TSR e VAT TN e VAT
MaNaVavgva E@VENEV v L YV i S Vg BN e

SHAHERARR | een o

AALM:  FEERRRG AR
ZR¥E  —%

® &4 EX

1

ARBEAENIRAREE, BRANES, |

CHr ik R VR A AL S LRI 5T A
Mo O M & aE JE 4 B (Drosophila
melanogaster species subgroup) AR, JTA1 1
b JEE H — A A4 TR RT3 DN 1k RO
7 S B R RUK BRI P o 8 Uk A A K N
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2 KT 22 G b W T RRR VR 1) 25 ol 47
BUH S ILAE I R b ) Dk o DA o 2 1 A
+ 3 [N K ik (monkey king gene family) A, B
LS (77 3R 7R T BAZ A v B P 4y 4
(gene fission) K] 73 ML o T8 ik 0F— 46 SR e 5
SEEDIIWTIT, 1 I 75 108 2 B RS Y
rh Sl 55 A7 117 [ Y5 2 2 LU A% e DA R 1 A AU
FHFELAGL . KD RILT ETAN 0
PR, 0 B (0 PR A A e — A
AW R AR, i H AR R K S —A
B B ORI EERE) BSC4 A2 B
75 LR M S AL 35 (de novo) R HE A AR SR 1K)

%00 H R 3 K K 7E Nature Genetics «

Nature Reviews Genetics. Genome Research
Plant Cell. PLoS Genetics. Genetics AR} 2%l
4 SCL W) b, &t A1 88.532 (-
BRI T 12.647) o 830Kk FRINE
| AT FAT 5L HERR RIS, JLr
[ 2R 14 9L F I . ATH B
FLIEE) T E RS AK, EE bR o1 1k
FIEABE DRI 20 27 5 ke T T2 ARG - 1%
Ji A AT 1 N T R 5, ISR AL Ry
fiE, QYT IEETE I K IR Bk T e A R
PRIk, $RAET RS, RGBSR, HAE
PR NS B R

“HBFRETRBNDTTRAETR” RoBH BRRFE—SX

(LEIEE T I T REFIII) B
FHAERICUE (K L W)Wk 22 FEEA 2% k0 AR
A B ORRE A ), T AR LA
B m PR LRSS, TPEA IR
W FLBh ) 20 A H 2 AR 5C R DL R
SRR PTIE B A H, NG 22 ka1 R K
H A H L, A H RS B H A 5 AN H b
FREM ARG, AL, YRR R K
JRFAT RN (R REAC R 5T . T H AU
T RYEERACEF R EITE A, 51 T E W
SMFATACR IR, #E23h T R E S 7 1T R4

B4 B

IR o FAR B K S e sh ) trdr
AL B U5 S ) m] i A 4 (R RE 2 4 4 A4
AR

IRUTHMAHERARRESE, HARWEH

ZHERERARRE e oo
WA LM JMABETRINNT RELHIS
LmERL  —%

*® R A KET

iE B

R RN T AR MEZ YRR 4 P
BRCT S5#4355h REIE AL D LARIBT ST R 18 B2t

BRCT 45 #y 47t = 2 A7 2 T H A W)

DNA #1852 2 5 10 HL 25 5 A% 3 AT P18
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I) G5 a3, & AT AU ER O IR A O
HE2 motif, JF7E DNA it H R 4N . DNA
PE R R g5 IS 4 it FE 0 DNA 5%,
20 0 5 SIS 5 A 2 T4 745 5 . BRCT 4544
S n] DU I B A BLE F B4 DNA K i
7 OB L FE A 2 DNA B mie K
AT RR, SOZAEYANFH E T BRCT 45
R ST RE R AE T 404k, RIS E IR
Tl FHEANE HE . 0 BRCT &5 f) 3t 47 25 74 F1 Dy
IR ANITTT, R A7 B T BRARE 45 A6 S8R ) 45 4
M RE R AL,y HE— W19 BRCT 4 #3800
Difie )¢ DNA #1865 24015 5 & S HLHE
PR L2 o P HIA KT 2 1) BRCT 45 K445
USRI RERE SR, FRATER T T BRCT
SRS Dy RE TS A IR T T I D REHL A,
R BE 9T & R Ok R T B BG4 2 A6
Evolutionary Bioinformatics (2011, 7:87-97) (5
year IF=12.62) I,
oG, AU B R R . R
3T BERR 5 A AR 1 LL RO BRCT 45 R4 35k 1)
De AT TR o FRATE 40 3 A B A% A9
HORILT B & BRCT gif3ki &z (1, i H
BEAY P B 10 BRCT 4543850 1) & F1 19 4L
b HRE PR A I S AR AR O o REGEAG 73
M1 i 7~ BRCT AR R BLS3 P28 (sGroup 1 Al
sGroup 11D, BRCT - H 4kt 7] B4y i 99 25
(dGroup I #1 dGroup IID. iXPU% BRCT 4i#)
IR 45 & 1 AR AT AR AR B A B A1
AEYH, BRCT I A0 ] LUK S 4
ZAEBE: SN BL, sGroup 1A FHFREL
T PR S BER 4G 4 D4R BRCT 4 M43,

IXFf BRCT AJ A4E & DNA (IR AU, 755
AN B, sGroup I H ¥ B R 45 & 148 A
DNA 454 B Ak A W5 R 40 8 11 motif 25571,
sGroup II BRCT [f H ¢ &2 il 7= A48 7 Z Bk 4K
BRCT, M2 Ja A H 2 44 BRCT; 2
ZANBY B A ) BRCT AR E B T 1 R
g5 DRI AL 25 FVRE SR IR 25 57 0
B4k 19 dGroup 1 BRCT B % Lt sGroup 11
%Z . WAk, BRCT 45 Fdsliid nf DAL =144 A
WA TN REAAT, A IR A & N 48T L
LR AR 19 motif. 45 944 B8, BRCT
GE R IR AE FAZ LR W L R AL 1 5K RN 3 RE 43 Ak
5% DNA Bi1E 5 RGE 12 .

H 7k, F& AT A XRCC1 BRCTI, PTIP
BRCT4, ECT2 BRCT1 #1 TopBP1 BRCTI %54
Tt IR A 1 2 1 SC AR RO LR AT T 00 o 5 40 £
SEPERIR BT o, PUAS BRCT (179
i3 4 G VA8 ) [0 A7 A0 25 M AR ST 5 IE HL 3
(R, ARATREE DI REAL AL, I HARURA
FEAE S IR 45 4 14811 BRCT 3 7745 « ¥4
FRE PN ER Y 1E PR far RS M 2 SRR AR B R B, I
R B KRR PR S IR ke A, 0 VA Al 5 A
¥y A LA FURI R ZKAH FLAE R 32 o VAR 2 2
AT 54 BRCT ifif HLPY/> BRCT VA S 7E JEAR
LA oA ERBAN ], Ui B YR e T 2
—/>BRCT #5E . 15 dGroup I R 45 &R 425,
Mgz C-uify (1) =/NREEANE, DY BRCT B 1
SE G VRS VA Al w0 U8 B YA nT B[R] I &5
A B R B 1) B R R R L N-dii R C- i (1 5%

=

BEFRARR ARG RE R IPOR 5 K A 532 T

LR 3N BN I N U/
<, HEAMRMR L. ek, a4

FLIR2H B 70 #r (Genome-wide association

study, GWAS) ZBELIFE, ATC&LiE T
— RIVIRE P4 BUIE 5 I F . ZNF8O04A /2

$5E T S AE R AR P 3 3 451 BT 9 A



BraJrm - Bt SR H

52 W RS 2 8D

PR ARG 43 BORE 5y IR IR . 3R, RS 7R
o RN T () 56 B T AR T AR — B 4
Fo A TERIT ZNFR04A {E T [B Bt 5 2
Rl 2L 1) Sy IR DR, B S 5 B S
WL RIS = L AEZYD i 5=
P AR s B e A R T8 N REEBE A1
KX A H X 1) 2207 43993491 - % BOPEAEAT T
RGINIBAL 53 HT

WFTUR I, 7E R AT 41 E 1K) ZNF804A
() — A [F)RE 23 BURE 2 25 M1 G 103 91 2 354
. (rs1344706) {ERITSCIN 22 B REAS T T AN B R
P BUREARSG o HRE, ABATIAE A AN B R

ZNF804A F M 145 X HUR I T W AN BT IR AH 2
f7 F (rs359895 Al 1s1021042). #E—5 K ThfE
SEEGUER], 15 1s359895 A7 k7 41| RAZ 2 1l o
ZNF804A DA 2 X [7] |3 4 s K- Sp (1)
g5 77, T LR ZNFS04A [k, 1X—4&5
SR TR] I PR L 458 (9 23 ZRRE 3 N K i o
ZNF804A KIATHE I G2 — 3. A AT
TR T — AN ZNF04A Mg, X
AN GEAZ AT R o BT b 3 EOR # 2 BOE R
PR E BN R — . TS R R R T
b K 40905 2% 2% 4TI 4 ¢ American Journal of

Psychiatry) .

TR ST AR NSRS IE T 2 R T 5007 A E R R

MK K DR CHR R RIS 51 AT D g

(11 G i X 25 DNAD Eﬁ%%, TEGERY
MNAT— AN BEHLH A B AT BEEAR Ao T
Ay MK G2 58 4 eI, 3
T AR I SRR PO RE T AR AR /D,
U DR PR A S AS IR SR g R M D A1
WIS TP 5K Bt L PR SR 2R 2R e

AR ) LR R A 2 07 ik A N 2R EE R4
RGNS B 60 A NSRSk L Y5 2
i LR, sl th 2 B et A v . X
ST DR KM Bz 2 A0 52 0 rh R TR AR s, 42
AR L SRR AE A AR, A
el SINA R RN L INEAPN IRV ST v
6 AR T IERAFAE, $om DK AT
(b A= 3 R4 1) TR

PLoS Genetics #%& 4 LA Perspective JE
PR IO R BT AE (2, 48 00k
— BN KB R R 1A J7 X AR kAL e
AR B R S R B s T A Skt i
BT BE PRI 5T A SR R A
http://www.plosgenetics.org/article/info%3 Adoi

%2F10.1371%2Fjournal.pgen.1002381. F}23%


http://www.plosgenetics.org/article/info%3Adoi%2F10.1371%2Fjournal.pgen.1002381

BraJrm - Bt SR H

552 ) CEVER 2 4D

[5 A\ Z47& Scientific American PA“Late Bloomers:
New Genes May Have Played a Role in Human

Brain Evolution” A H 4 110l A L i

http://www.scientificamerican.com/article.cfm?i

d=late-bloomers-new-genes-may-have-played.
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AR BN FE R 41 PP 31 22 25 PR K T il 0 AR A
B EUIShwR e et s (L
SRMEIESE) AN KT G4, SR AR 1
TR E BRI BEAT T AR ALY 2 2 B

PP RE BRI FE R 4 11.56 1510 B o5 2% . il it
RITIEE] &1 00 11 B0 Ao s DRI 20 70 1) LR, A
IFERILT 550 T HRL IR T 51 2 AL R
(SNP), Hr1294 J5A~ SNP & [E Ak K]
rhmaa2an,
R B FE R () 22 67 o[RS, ABATTIE R IR
T 12 T AR A S48 5+ (Structural va

256 J7/)> SNP & [E 5k

riation, SV).
I T AR 2 B OO Bt 4 3L R 4 3 31) 22
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